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Question Answer 

How can we access the GitHub repository Currently it is private. it will be made public for 
accessibility very soon. 
 
https://github.com/ASLM-Fabebe/MAAP-Data-
Analysis  

Can you please share what the tools are that are 
on GitHub? 

R, RStudio, and GitHub Desktop.  
They are all free and work together to achieve 
the desired outputs. 

Does this hub (and tools) employ a One Health 
approach? 

Yes 

Is the Github applicable for other AMR/AMU/C 
data sets apart from those related to human 
health, that is to say, data sets for the 
environment, animals, etc 

Yes, it’s all about how the initial data structure 
can be customized to fit the needs. We can 
support the teams who would like to use it and 
need the technical expertise to support them 

After the generation of this data, does the team 
share or disseminate the findings to the relevant 
stakeholders and help in advising, maybe the 
relevant drugs that have high resistance and are 
still being used in the market? 

That would be one of the key targets for 
countries to share or disseminate data, so our 
intervention on the hub is to speed up the 
process of generating the reports and insights 
that can be shared. Support to country teams to 
disseminate is available based on need. 

Training of these for early researchers like MSc 
Students and PhD students will really be 
something the automation is really interesting 

Standard Operating Procedures (SOPs) and 
training manuals are currently being developed 
and will be included as key resources within the 
AMR Knowledge Hub. Additionally, the GitHub 
repository features a comprehensive README file 
that offers step-by-step guidance, making it a 
valuable tool for MSc and PhD students 
conducting AMR-related analyses. 

Is it possible to create one config file for some of 
the parameters of the script rather than pasting 
them one at a time in the R console? 

Yes, this is not only possible but also the 
recommended approach. In fact, we have already 
developed a centralized configuration file for 
both AMC and AMU scripts making the analysis 
more efficient, consistent, and user-friendly. 

Is there any application of AI in the GitHub? While AI is not directly applied within the 
automation scripts themselves, the GitHub 
platform supports integration with GitHub 
Copilot—an AI-powered coding assistant that can 
help streamline script development, code 
suggestions, and documentation improvements. 
This can enhance user experience and efficiency 
when working with the repository. 

I'm very much interested because I am a member 
of our county AMR team, we developed our 
antibiogram manually, and it was quite tedious. 
This process makes it so simple. I'm interested in 

Absolutely—we strongly encourage 
collaboration. We are actively working to 
integrate collaborative features within the AMR 
Knowledge Hub. Additionally, once the GitHub 
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joining the team for further engagement and 
collaboration 

repository is made public, it will include 
functionalities that further support community 
engagement and collaboration. 

Most clinical Microbiology Laboratory are still 
using manual microbial ID & AST, does it still 
suffice for the data collection for this platform? 

Yes, manual microbial identification (ID) and 
antimicrobial susceptibility testing (AST) can still 
suffice for data collection for this platform. 

  

 


